Table S1. Affinities of the Wild-Type Human RAG2 PHD Finger for Histone Tail Peptides
Measured by Tryptophan Fluorescence, Related to Figure 1

Histone Peptide RAG2 PHD

(H3 residues 1-12) Kp = s.d.

H3 unmodified 499 uM + 55
H3K4mel 118 uM + 36
H3K4me2 60 uM =+ 20

H3K4me3 42uM 0.2

H3R2me2sK4me3 177 nM + 47

s.d.-standard deviation



Table S2. gPCR Primers Used in This Study, Related to Figure 2

Primer Sequence Primer Sequence

1F CAAGAACCTTTCCGGCTGTA 1R TTG CCT GAG GATTCG CTT AC
2F CAC CGC ATT TAG GGT CTC AT 2R TGT TGG AAC AGT GCA CAC AA
3F CTT CCA AGG GGA AAA GGA AG 3R CAG AAT GGC CGG GAT ATAGA
4F CAG AAC GAT CGA CAA AAC GA 4R CCA GAG AAA CCG AGG CTA AA
SF GAT CTG GGG AAAGCG CTAGT 5R ATT TAA ATC GGA GCC GGA AT
6F AAT CCG CCT GAC CTA GGA AT 6R CAGTTG GCG TCC AGT CAGTA
TF GTC CCA ACAGCT TGG CAT AC 7R GCC GAA ACA AGT TGATGG AG
8F CAG CGA GTG AGT GAT GGA GA 8R AAC CGC CTG ACC ATG TAG AC
oF CGC CCAAAACCACTCTACAT 9R AAG TCA GCC ACG GGA GATTA
10F GCTTCAGCG CACCTTTCT AC 10R ATTTTG GCAATCGCT TTG AC
11F CGG AAA AGT TGC TGA GAA GG 11R GGC GAA CTA AGA ACG CAA AA
12F TTTGTCGCCTTT TCT TCG AG 12R AAC GAG TTC GGG AGA TCT GA
13F TCATCT TCC CAC ATG AAC GA 13R GGG CGATTT TAATCACTG GA
14F CGCTTCTTT TAAGGC TGT GC 14R CCGTGCTTAGCTACCCTTTG
15F GGA TTT ACG ATC CCC CAA AT 15R TCCTTC CTG GGA CAG CTAGA
16F TGC CGC TCC TAG AAG CTATG 16R GAC TCC AAA CAT GGG GCT TA
17F TGTTCT CCAACGCTTGTTTG 17R ATT CCT GGC TGT GACACCTT
18F TTACCACCACCCCACTTCTC 18R TCC TCT TAG CCG AGT CCT GA
19F CTG CTC CAG GGG TAA GTG AG 19R AAC GGG CTCTTATGGAGCTT
20F TAATTT GTC TCG CCC CAA AC 20R ACT CTT GGA AGT GCC TGC AT
21F ACTTCT CGC TCCTGC TTC AC 21R TCT CTC TGC ATACCC CCAGT
22F GAA CAA CTC GGG ACC ATC AT 22R GCT AGC TCCAGCCTTGAATG
23F CTC CGT GGG TGA CTG AAA AG 23R GGA GAC AAG AGG CCT CAC AC
24F TGG GAG TGT CTAGCCCAGTT 24R TCTCGG GTTTTT GGC TAA TG
25F ACCTTACAAACT GCCGCATC 25R AGG CTA GCC GGG AGT TAG AG




Primer Sequence Primer Sequence

26F ACC AAC GAG ACG GAT AGT GG 26R AGG CTG GTA GGC AAG ATG AA
27F GGC TCT GTG AGG CCT GTACT 27R ACATTG GCG ATAAGC AGCTC
28F AGT GTT CCT GGG ACATTT GG 28R GAG GTT CTG GGT GAT GAG GA
29F CTT GGT TGC CACCTCTTG AT 29R AAT GAG CCA ATC CAA ACC AG
30F CTG CTG TGG GAG ACG ATT CT 30R GCT CCAGGT TTC TGC TCA AC
31F AAA CCG GAC TCA ACC AAG TG 31R GAG CCC CAG GAC TAA AAA GG
32F ACC GGA AAC CAA AGA AAA CC 32R TGCACTTTCCTG CATTTC TG
33F TCC AAA AAG CTC TGC CATCT 33R TGG AAC AGC TGAGTCCTCCT
34F GAC TGG GCT CAG ACA GGA AG 34R ACT TCG GACCTCCACCTTCT
35F AGT CGCCCCTAGGTGACTTT 35R CAT ACT ACC AACGCCCGAGT
36F AGT CTT GGG TCC ATG GAT TG 36R CCCCGCTTG AAT GAT ACACT
37F GAACCCTTCCCCATTTTAGC 37R GTT GGA GTG GTG TGC TGA GA
38F TGG AAA CAC ACC AGT TGT CG 38R AGG TCCGTT ATACCCGCTTT
39F GAT GAG GTCACC TGG CATTT 39R AGA AAT GGG CAC CAG AAC AC
40F TTCTTC TGC CCT GCC TCT AA 40R CTGTTCATT GCC TCC TGT GA
41F TTG CCAACT TTC CCC ATT AG 41R CCA GGA GCC AAT CAG AGA AC
42F TAA GCC CTT CGT GCT CAACT 42R CCG GAC AGA ACG GAAGTAAC
43F AAG CGC ACTTTCAGATTT CG 43R CCAGCGTTCCTCTGCTACTC
44F CAC AACTCCCAGCAACCTTT 44R CGACATGGT CCTGTCTTCCT
45F GCT TCCCTC AACATGTTCCT 45R GCC CTCCTC CGATAACTACC
46F TGG GGG AGA CCC TCATCT AT 46R GCG AGATCTGCTTGC TCACT
47F GGA CCT GCATGT AAG GGA AC 47R CTG TGC TCA GGG CTT AAAGA
48F GAG CCC TTA CAA GGG GAA AC 48R CTC GCA GGA AAT AGG TCAGC
49F CTG TGC TGT GAC AAT CCT TCA 49R AAA GCACGCCATGAGCTTTA
50F TTG TAG CCC AGC TTG GAG TC 50R GGA ATT TGT GGG ACC TGA GA
51F CCATTTTGG GAAGAGCTT TG 51R GCT ACG GTC AAGGACGACTC




Primer Sequence Primer Sequence

52F CAG GAG CAG GGA TGT GGT 52R CCA GCT AAG GCATGG AAG G
53F AGA CGC GGC AGC TTT TAT AG 53R GTT CAT GGG TGG GAT TAT GC
54F AAG AAC GGC GACCAATTACA 54R AGC GGTCCTTTT AGG CTCTC
55F CCGGCTTGG AAGTCTGTATC 55R GCACGGCTTTAGCTTTGCT
56F CAATTG ATTGCAAGGGCTTT 56R CTCCGCTCTCTCAGCCTCT
STF GGA AAAAGG TCG GGG CTAT 57R AAG GTG GGA GTCCGT TGT G
58F TCT GGT AGT CAA GGC AGC AG 58R ACA CCAGAG CCCTCCCATA
59F AGG CTT TGC ATCCCACTCT 59R AAC ATG GCG GTT CCT GTC
60F GGA GGCACTCTCCCTTCAG 60R AGC CCA GAG ACCTCT TCC AG







